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'l EFEH® Predicting the Efficiencies and Outcomes of Genome

% 4 Editing using Deep Learning

- 9:25-10:15  Hyongbum Henry Kim K

l (Professor, Avison Distinguished Professor, Department of Pharmacology, Yonsei

1 University College of Medicine)

| .

! % & Precision Genome Engineering Using Donor Guides

" 10:25-11:00 Stephen C. Ekker K
4 v (Director, the Office of Entrepreneurship, Professor, Biochemistry and Molecular
' Biology, the Mayo Clinic)

#% & Genome editing, disease modeling, and beyond
11:05-11:40 A MBE K

(Research Scientist, Feng Lab, McGovern Institute for Brain Research, MIT)
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