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The discovery and development of Streptomyces natural products (NPs) have played
pivotal roles in the fields of human medicine and its related biotechnology sectors
over the past several decades. The post-genomic era has encouraged the
development of Streptomyces genome mining approaches to isolate previously
unsuspected NP biosynthetic gene clusters (BGCs) hidden in the genome, followed
by various BGC awakening techniques to visualize compound production. Additional
Streptomyces genome engineering techniques have allowed higher NP production
titers, which could compliment a traditional culture-based NP chasing approach.
Here, | will present case-studies related to NP-BGCs of Streptomyces,
Pseudonocardia, and Corynebacteria in collaboration with local pharmaceutical
companies in Korea.
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