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New biological concepts from multi-scale biophysical simulations

ZBEM: Assist. Prof. Damien Hall (WPI Nano Life Science Institute, Kanazawa

University)

5: This talk presents some recent insights into biochemical and biophysical

processes associated with protein-ligand interactions that have come
from multi-scale biophysical simulation. Presented as a set of short
research vignettes, this seminar discusses phenomena ranging from
protein folding to cell division.
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